Melon yellow spot virus, MY SV

Cucurbit chlorotic yellows virus, CCYV( )

RT-PCR
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50m
50m
100m
30 22 8 7 24 11
53 46 1 12
2 3 0 3
4 17 28 4
12 58 22 7
4 8 22 37 306
4 20 20 10 195
0 0 0 0
1 0 0 0
0 0 0 0
0 0 0 0
0 0 0 0 0
0 0 0 0 0
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